. Fourier shell correlation (FSC) plots for the immature hexamer, mature hexamer and mature pentamer maps. (A) FSC plots measured between independent half maps for the immature hexamer structures obtained from the MA-SP1, MA-CA and CA-NC cleavage mutants. Resolution was measured at the central hexamer of each map using the gold-standard FSC 0.143 criterion. (B) FSC plots for the mature hexamer structures, as in A. (C) Cross-FSC plots measured between each of the CA-SP1 and CA-NC mature pentamer maps, respectively, and a previously published map of the mature pentamer in the wild-type virus (EMD-3466). The wild-type mature pentamer map was scaled to the voxel size of the pentamer maps from the cleavage mutants, and the CA-SP1 and CA-NC pentamer maps were aligned to this scaled map before the FSC was calculated. Resolution was measured using the 0.5 FSC criterion. Movie S1. Structural comparison of immature and mature CA. Movie illustrating the differences in contacts stabilising immature and mature CA hexamers (left) and dimers (right), made using UCSF Chimera to morph from an immature to a mature CA atomic model. Note that the intermediate stages shown in this movie are artificial: maturation itself requires some disassembly and reassembly of the lattice. In the hexamer, the CA-NTD is shown in cyan and the CA-CTD in orange. A single dimer is highlighted in blue for the CA-NTD, red for the CA-CTD and green for the CA-SP1 helix. The morph also illustrates folding of the MA-CA linker to form a beta-hairpin and CA-SP1 helix destabilisation.
